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Artificial Sequence 



Description of Artificial Sequence: 5. uteris (J AMP 
factor gene 



M> CDS 

(157) . . {^4) 

-:400> 1 

aatgaacata aaataaaaat taataattat atatttttat gataatcaca tatatttgac 60 

ttaaaaaaat tgttactgta tgatacaggc ataagtactt atttatttta tagattgcaa 120 

tttataaaca attatatttt tcaaagagga atgctt atg gaa ttc aaa aag tta 174 

Met Glu Phe Lys Lys Leu 

.1 " 5 

cr.t tat tta act; ggt tea ate gca gga att act tta ttt tec cca att 22 2 

Leu Tyr Leu Thr Gly Ser lie Ala Gly lie Thr Leu Phe Ser Pro lie 

10 15 2 0 



ft it qad , ; '■ ', (..;..;*. m' t Ut t ' \ l C c H j UciU cidd ; : j clci c ; t ' Ui\ ticit d U t 

Asn Glu Ser As:: Val 1 1 e Ser Gin Lys Lys Glu 'Glu lie Asp Asn Ser 



Ma aat caq qaa ant <ic 'ua ft' a * at ace t t ci aaa aaa oat qt t aaa 



aat tta aaa act. tea ctt aga get sat cct jaa aca att tat gat tta 4 62 

Asn Leu Lys T:ir Ser Leu Arg A La Asn Pr:> Glu Thr He Tyr Asp Leu 

9 0 9 5 1 JO 

aat teg att g in aca aga gta •: in g :-a ace tct xac gtg r r • \ -a j f a 717 

Asn Ser Tie • ; 1 y Tnr Arg Va 1 Glu Ala lie Ser Asp Va 1 I l.e Gin Ala 

att gtt ttt * f a a- '(.; ::aa o ;C tta -ica aat . iua gtt • rat • \ ; a get cue 558 

He Val Phe Ser Thr Gin Gin Leu Thr Asn Lys Va 1 Aso Gin Ala His 
12 3 1,5 L 3 D 

att gat atg gga ttt get att acg aaa tea ett att e^e att jca gae 606 

lie Asp Met Giy Phe Ala He Tnr Lys Leu Leu Tie Arg lie Ala Asp 

13 5 14 3 14 5 150 

eea ttt get tea aat gaa tec att aaa ggg caa gte gaa get gtt aaa G54 

Pro Phe Ala Ser Asn Gin Ser He Lys Giy Gin Va L Glu Ala Val Lys 

155 160 L65 

caa gtg caa gcg act gtg ctt ace tat ccc gat ttg ■ \rj cct acg cat 762 

Gin Val Gin Ala Thr Va L Leu Thr Tyr Pre Asp Leu Gin Pro Thr Asp 

17 0 17 5 LSO 

aga gca act att tac gtt aaa tea aaa tta gac aag ctt att tgg caa 750 

Arg Ala Thr He Tyr Val Lys Ser Lys Leu Asp Lys Leu He Trp Gin 

1 S 5 19 0 1. 9 5 

aca aga att acc aga gat caa aaa gtt ctt aat gta aag agt ttt gaa 798 

Thr Arg He Thr Arg Asp Gin Lys Val Leu Asn Val Lys Ser Phe Glu 

2 0 0 2 ; 5 2 1 0 

gtt tat cat caa tta aat aaa get ate aca cat gca gta ggt gta caa 84 6 

Val Tyr His Gin Leu Asn Lys Ala He Thr His Ala Val Giy Val Gin 

2 15 22 0 22 5 .3 3 0 

tta aat cca act eta aca gtt gca caa gtt gac caa gaa ate aaa gtg 894 

Leu Asn Pro Thr Val Thr Val Ala Gin Val Asp Gin Glu He Lys Val 

2 5 2 4 3 2 4 5 

eta caa gaa gca tta aat act get eta eag taaggtagag attgaattga 94 4 
Leu Gin Glu Ala Leu Asn Thr Ala Leu Gin 



' ' ac* ten * a a^eana' * tu a* <:tiaaaa:.c uaataccvr a <" ' fa* * * <■■■* --''aaa' a . * ■ 

f * t gtat gi f aat -.fff r.tc t.aaaacc.ag ctaattagtt t at j 1 1. 1 1 c t.g get aa t aaa t ;i2- 

tgtacatgaa a t t.g 1 1 caaa attactaggg taaaaggttt ttctttttat aaa t tea t ca 1 1 8 < 

'qa''tt ■ ■ ') 



< 2 x .5 > .^rr. i 1 1 c i a sequence 

< 2 2 0 > 

<223> Description of Artificial Sequence: CAMP factor 
preprotein 

■-400> 2 

Met Glu ?ne Lys Lys Leu Leu Tyr Leu Thr Gly Ser lie Ala Giy lie 
1 r 3 1 - 15 

Thr Leu Phe Ser Pro lie Leu Thr Ser 7a 1. Gin Ala Asn Gin lie Asn 

2 0 2 5 3 0 

7al Ser Gin Pro Ser' Asn Asn Glu Ser Asn 7al lie Ser Gin Lys Lys 
3 5 4 0 4 5 

Gl u Glu Lie Asp Asn Ser Leu Asn Gin Glu Ser Ala Gin Leu Tyr Ala 

5 0 5 5 6 0 



6 5 7 0 7 5 8m 

Ala lie Ser Ala 7a 1 Glu Asn Leu Lys Thr Ser Leu Arg Ala Asn Pro 

Glu Thr lie Tyr Asp Leu Asn Ser He Gly Thr Arg Val Glu Ala He 

1 0 0 10 5 11 0 

Ser Asp 7a 1 He Gin Ala He Val Phe Ser Thr Gin Gin Leu Thr Asn 
115 120 125 

Lys Val Asp Gin Ala His He Asp Met Gly Phe Ala lie Thr Lys Leu 
130 135 140 

Leu lie Arg He Ala Asp Pro Phe Ala Ser Asn Glu Ser He Lys Gly 
i4 5 15C 155 16 1 

Gin Val Glu Ala Val Lys Gin Val Gin Ala Thr Val Leu Thr Tyr Pro 

165 170 17 ^ 

Asp Leu Gin Pro Thr Asp Arg Ala Thr He Tyr Val Lys Ser Lys Leu 

1^0 1 P 5 10 0 



His Ala Val Gly Val. Gin Leu Asn Pro Thr VaJ 



v a j_ /ii a v.7 j_ n v a _l 
A 0 



-.212- PRT 

-:213.- Artificial Sequence 
-:220> 

e22 3> Description of Artificial Sequence: deduced S. uteris 
GAMP factor protein 

<:400> 3 

Met. Glu Phe Lys Lys Leu Leu Tyr Leu Thr Gly Ser He Ala Gly He 

1 5 10 1:, 

Thr Leu Phe Ser Pro He Leu Thr Ser Val Gin Ala Asn Gin He Asrt 



Val Ser Gin Pro Ser Asn Asn Glu Ser Asn Val He Ser Gin Lys Lys 
3 5 4 0 4 5 

Glu Glu He Asp Asn Ser Leu Asn Gin Glu Ser Ala Gin Leu Tyr Ala 

50 55 60 

Leu Lys Glu Asp Val. Lys Gly Thr Glu Lys Glu Gin Ser Val Asn Ser 



Ala He Ser Ala Val Glu Asn Leu Lys Thr Ser Leu Arg Ala Asn Pro 

;-: 5 9Q < , 5 

Glu Thr He Tyr Asp Leu Asn Ser lie Gly Thr Arg Val Glu Ala He 

100 105 110 

Ser Asp Val He Gin Ala He Val Phe Ser Thr Gin Gin Leu Thr Asn 

115 12 0 12 5 

Lys Val Asp Gin Ala His He Asp Met Gly Phe Ala He Thr Lys Leu 

130 135 140 

Leu He Arg He Ala Asp Pro Phe Ala Ser Asn Glu Ser lie Lys Gly 

145 1:0 15 5 " 160 

Gin Val Glu Ala Val Lys Gin Val Gin Ala Thr Val Leu Thr Tyr Pro 

16 5 170 HO 

Asp Leu Gin Pro Thr Asp Arg Ala Thr He Tyr Val Lys Ser Lys Leu 



o G : s Tin Ar c I : . - Thr Ai 



,'s ,\id 1 1 



: 1 0 



His Ala Val Gly Val Gin Leu Asn Pro Thr Val Thr Val Ala Gin Val 

2 H ^ " "5 r - ' .; r; 

Asp Gin Giu He Lys Va \ Leu Gin G i u Ala Leu Asn Thr Ala Leu Gin 



- 22 6 

:2l2 - PRT 

~213 - Artificial Sequence 



-:.:2 j.> DescripnoM of Artificial Sequence : S. agaiactiae 
C AM ? fa c t o r p r o t e i n 

o4 0 0> 4 

Asp Gin Val Thr Thr Pro Gin Val Va 1. As:i His Val Asn Ser Asn Asn 



G. n Ala Gin Gin Met Ala Gin Lys Lea Asp Gin Asp Ser lie Gin Leu 

2 j 2 : . 3 0 

Arg Asn lie Lys Asp Asn Val Gin Gly Thr Asp Tyr Glu Lys Pre Val 

3 5 4 C 4 5 

Asn Glu Ala lie Thr Ser Val Glu Lys Leu Lys Thr Ser Leu Arg Ala 

5 0 5 5 6 0 

Asn Ser Glu Thr Val Tyr Asp Leu Asn Ser lie Gly Ser Arg Val Glu 

7 1 7 3 8 0 

A. a Leu Thr Asp Val lie Glu Ala lie Thr Phe Ser Thr Gin His Leu 

S 5 9 0 9 : 

Ala Asn Lys Val Ser Gin Ala Asn lie Asp Met Gly Phe Gly lie Thr 

100 10 5 210 

Lys Leu Val lie Arg lie Leu Asp Pro Phe Ala Ser Val Asp Ser lie 

115 12 C 12 5 

Lys Ala Gin Val Asn Asp Val Lys Ala Leu Glu Gin Lys Val Leu Thr 

1 2 0 13^ 14 J 

Tyr Pro Asp Leu Lys Pro Thr Asp. Arg Ala Thr He Tyr Thr Lys Ser 

145 150 155 160 

Lys Leu Asp Lys Glu He Trp Asn Thr Arg Phe Thr Arg Asp Lys Lys 



v a . , in.. . a a. 
205 



(tin Val Asp Gin Glu lie Val Thr Leu Gin Ala Ala Lea Gin Thr Ala 



<2 1 1 - 228 
<212 ■ PRT 

<213 - Artificial Sequence 
<22 0 - 

<223 • Description of Artificial Sequence: mature S. uteris 
C AM P f a ■ :: t o r p ) r o t e i : i 

<4 00 • 5 

Asn 'lln lie Asn Val Ser GLn Pro Ser Asn Asn Glu Ser Asn Val lie 

1 c , 10 .15 

Ser i;ln Lys Lys Glu Glu Tie Asp Asn Ser Leu Asn Gin Glu Ser Ala 
2 J ~ 25 3 0 

Gl.n Leu T;/r Ala Leu Lys Glu Asp Val Lys Gly Thr Glu Lys Glu Gin 
• : 4 j 4 5 

Ser Val Asn Ser Ala lie Ser Ala Val Glu Asn Leu Lys Thr Ser Leu 

5 1 0 5 6 0 

Arg Ala Asn Pro Glu Thr lie Tyr Asp Leu Asn Ser lie Gly Thr Arg 

*5 7 0 7: 8 0 

Val Glu Ala lie Ser Asp Val lie Gin Ala lie Val Phe Ser Thr Gin 

^5 9 0 9 5 

Gin Leu Thr Asn Lys Val Asp Gin Ala His lie Asp Met Gly Phe Ala 
100 105 110 

He Thr Lys Leu Leu lie Arg lie Ala Asp Pro Phe Ala Ser Asn Glu 
115 12 5 12 5 

Ser Tie Lys Gly Gin Val Glu Ala Val Lys Gin Val Gin Ala Thr Val 
130 135 140 

Leu Thr Tyr Pro Asp Leu Gin Pro Thr - Asp Ara Ala Thr lie Tyr Val 
145 150 15E 160 

Lys Ser Lys Leu Asp Lys Leu lie Trp Gin Thr Arg lie Thr Arg Asp 
105 170 175 




